
 1

Publications D. Bartels 
 
Bartels, D. (1975) Zur Isolierung und Reinigung von Enzymen der Ribopolynukleotid-
Synthese in Zellkulturen von Petroselinum sativum. Staatsexamen, Universität Hannover.  
 
Kiper, M., Bartels, D., Köchel, H. (1979) Gene number estimates in plant tissues and cells. 
In: Genome, chromatin and karyotype. (Nagl., W., Hemleben, V., Ehrendorfer, F. eds.) 
Springer-Verlag, Wien.  
 
Bartels, D., Kiper, M. (1979) DNA sequence representation in RNA of the higher plant 
Petroselinum sativum. In: Genome, chromatin and karyotype. (Nagl., W., Hemleben, V., 
Ehrendorfer, F. eds.) Springer-Verlag, Wien.  
 
Bartels, D. (1979) Charakterisierung von heterogener nuklearer RNA und messenger-RNA 
aus pflanzlichen Zellkulturen sowie Untersuchungen ihrer möglichen Vorstufen-
Endproduktbeziehung. Thesis, Universität Hannover.  
 
Kiper, M., Bartels, D., Herzfeld, F., Richter, G. (1979) The expression of a plant genome in 
hnRNA and mRNA. Nucl. Acids Res. 6(5): 1961.  
 
Forde, F.G., Kreis, M., Bahramian, M.B., Matthews, J.A., Miflin, B.J., Thompson, R.D., 
Bartels, D., Flavell, R.B. (1981) Molecular cloning and analysis of cDNA sequences derived 
from Poly A+ RNA from barley endosperm: identification of B hordein related clones. Nucl. 
Acids Res. 9(24): 6689-6708.  
 
Miflin, B.J., Shewry, P.R., Faulks, A.J., Forde, B.G., Kreis, M., Matthews, J.A., Bahramian, 
M.B., Thompson, R.D., Bartels, D., Flavell, R.B. (1982) In: Barley Genetics IV, Proc. 4th Int. 
Barley Genetics Symposium, Edinburgh University Press.  
 
Bartels, D., Thompson, R.D. (1983) The endosperms of common cereals contain related 
Poly A+ RNA sequences. Theor. Appl. Genet. 64: 269-273.  
 
Thompson, R.D., Bartels, D. (1983) Hordein messenger RNA levels in wild type and mutant 
barley endosperm. Plant Sci. Lett. 29: 295-304.  
 
Bartels, D., Thompson, R.D. (1983) The characterization of cDNA clones coding for wheat 
storage proteins. Nucl. Acids Res. 11(10): 2961-2977.  
 
Thompson, R.D., Bartels, D., Harberd, N.P., Flavell, R.B. (1983) Characterization of the 
multigene family coding for HMW glutenin subunits in wheat using cDNA clones. Theor. Appl. 
Genet. 67: 87-96.  
 
Bartels, D., Harberd, N.P., Thompson, R.D. (1984) Analysis of storage protein genes in the 
developing endosperm of wheat (Triticum aestivum) using cDNA clones. Kulturpflanze 32: 
73.  
 
Payne, P.I., Holt, L.M., Thompson, R.D., Bartels, D., Harberd, N.P., Harris, P., Law, C.N. 
(1983) The HMW subunits of glutenin; classical genetics, molecular genetics and the 
relationship to bread making quality. Proc. of the 6th Int. Wheat Genetics Symp., Kyoto, 
Japan 1983, pp. 827-834.  
 
Harberd, N.P., Bartels, D., Thompson, R.D. (1985) Analysis of the gliadin multigene loci in 
bread wheat using nullisomic-tetrasomic lines. Mol. Gen. Genet. 198: 234-242.  
 



 2

Bartels, D., Thompson, R.D., Rothstein, S. (1985) Synthesis of a wheat sotrage protein 
subunit in Escherichia coli using novel expression vectors. Gene 35: 159-167.  
 
Thompson, R.D., Bartels, D., Harberd, N.P. (1985) Nucleotide sequence of a gene from 
chromosome 1D of wheat encoding a HMW-glutenin subunit. Nucl. Acids Res. 13(9): 6833-
6845.  
 
Harberd, N.P., Bartels, D., Thompson, R.D. (1986) DNA restriction-fragment variation in the 
gene family encoding high molecular weight (HMW) glutenin subunits of wheat. Biochem. 
Genetics 24: 570-596.  
 
Bartels, D., Thompson, R.D. (1986) Synthesis of mRNAs coding for abundant endosperm 
proteins during wheat grain development. Plant Sci. 46: 117-125.  
 
Bartels, D., Altosaar, I., Harberd, N.P., Barker, R.F., Thompson, R.D. (1986) Molecular 
analysis of -gliadin gene families at the complex Gli-1 locus of bread wheat. Theor. Appl. 
Genet. 72: 845-853.  
 
Bocchiccio, A., Vazzana, C., Raschi, A., Bartels, D., Salamini, F. (1988) Effect of desiccation 
on isolated embryos of maize. Onset of desiccation tolerance during development. 
Agronomie 1: 29-36.  
 
Bartels, D., Singh, M., Salamini, F. (1988) Onset of desiccation tolerance during 
development of the barley embryo. Planta 175: 485-492.  
 
Bartels, D., Salamini, F. (1988) Model systems to approach abiotic stresses in plants. Proc. 
of 3rd Int. Symposium on Durum Wheat (ed. G. Wittmer) 243-244.  
 
Colot, V., Bartels, D., Thompson, R.D., Flavell, R.B. (1989) Molecular characterization of an 
active wheat LMW glutenin gene and its relation to other wheat and barley prolamin genes. 
Mol. Gen. Genet. 216: 81-90.  
 
Cattivelli, L., Bartels, D. (1989) Cold-induced mRNAs accumulate with different kinetics in 
barley coleoptiles. Planta 178: 184-188.  
 
Bartels, D., Gebhardt, C., Knapp, S., Rohde, W., Thompson, R., Uhrig, H., Salamini, F. 
(1989) Combining conventional plant breeding prodecures with molecular based approaches. 
Genome 31: 1014-1026.  
 
Salamini, F., Bartels, D., Gebhardt, C. (1989) Molecular and cell biology applications to plant 
breeding. Proceedings of an International Symposium organized by CTA and FAO, 26-30 
June 1989, Luxembourg, Eds. A. Sasson, V. Costarini.  
 
Bartels, D., Schneider, K., Terstappen, G., Piatkowski, D., Salamini, F. (1990) Molecular 
cloning of ABA-modulated genes from the resurrection plant Craterostigma plantagineum 
which are induced during desiccation. Planta 181: 27-34.  
 
Cattivelli, L., Bartels, D. (1990) Molecular cloning and characterizations of cold-regulated 
genes in barley. Plant Physiology 93: 1504-1510.  
 
Piatkowki, D., Schneider, K., Salamini, F., Bartels, D. (1990) Characterization of five ABA-
responsive cDNA clones isolated from the desiccation-tolerant plant Craterostigma 
plantagineum and their relationship to other water-stress genes. Plant Physiology 94: 1682-
1688.  
 



 3

Bochicchio, A., Vazzana, C., Velasco, R., Singh, M., Bartels, D. (1991) Exogenous ABA 
induces desiccation tolerance and leads to the synthesis of specific gene transcripts in 
immature embryos of maize. Maydica 36: 11-16.  
 
Bartels, D., Engelhardt, K., Roncarati, R., Schneider, K., Rotter, M., Salamini, F. (1991) An 
ABA and GA modulated gene expressed in the barley embryo encodes an aldose reductase 
related protein. EMBO J. 10(5): 1037-1043.  
 
Bartels, D., Schneider, K., Piatkowski, D., Elster, R., Iturriaga, G., Terstappen, G., Le Tran 
Binh, Salamini, F. (1991) Molecular analysis of desiccation tolerance in the resurrection plant 
Craterostigma plantagineum. VI. NATO Advanced Study. Institute Plant Molecular Biology, 
eds. R.G. Herrmann, B. Larkins, 663-671.  
 
Bianchi, G., Gamba, A., Murelli, C., Salamini, F., Bartels, D. (1991) Novel carbohydrate 
metabolism in the resurrection plant Craterostigma plantagineum. The Plant Journal 1(3): 
355-359.  
 
Pechan, P.M., Bartels, D., Brown, D.C.W., Schell, J. (1991) Messenger-RNA and protein 
changes associated with induction of brassica microspore embryogenesis. Planta 184: 161-
165.  
 
Bartels, D., Hanke, C., Schneider, K., Michel, D., Salamini, F. (1992) A desiccation-related 
Elip like gene from the resurrection plant Craterostigma plantagineum is regulated by light 
and ABA. EMBO J. 11(8): 2771-2778.  
 
Cattivelli, L., Bartels, D. (1992) Biochemistry and molecular biology of cold inducible 
enzymes and proteins in higher plants. In: Inducible plant proteins (ed. J. Wray), Cambridge, 
University Press, pp. 267-288.  
 
Bianchi, G., Gamba, A., Murelli, C., Salamini, F., Bartels, D. (1992) Low molecular weight 
solutes in desiccated and ABA-treated calli and leaves of Craterostigma plantagineum. 
Phytochemistry 31(6): 1917-1922.  
 
Dale, P.L., Baga, M., Szalay, A.A., Piatkowski, D., Salamini, F., Bartels, D. (1992) 
Expression of luciferase in transgenic tobacco mediated by a promoter element from 
desiccation tolerant Craterostigma plantagineum. In: Progress in Plant Growth Regulation 
(C.M. Karssen, L.C. van Loon, D. Vreugdenhil, eds.), Kluwer Academic Publishers, 
Netherlands, pp. 765-769.  
 
Iturriaga, G., Schneider, K., Salamini, F., Bartels, D. (1992) Expression of desiccation-related 
proteins from the resurrection plant Craterostigma plantagineum in transgenic tobacco. Plant 
Molecular Biology 20: 555-558.  
 
Schneider, K., Wells, B., Schmelzer, E., Salamini, F., Bartels, D. (1993) Desiccation leads to 
the rapid accumulation of both cytosol and chloroplast proteins in the resurrection plant 
Craterostigma plantagineum Hochst. Planta 189: 120-131.  
 
Bianchi, G., Gamba, A., Limiroli, R., Pozzi, N., Elster, R., Salamini, F., Bartels, D. (1993) The 
unusual sugar composition in leaves of the resurrection plant Myrothamnus flabellifolia. 
Physiol. Plant. 87: 223-226.  
 
Michel, D., Salamini, F., Bartels, D., Dale, P., Baga, M., Szalay, A. (1993) Analysis of a 
desiccation and ABA-responsive promoter isolated from the resurrection plant Craterostigma 
plantagineum. The Plant Journal 4: 29-40.  
 



 4

Bartels, D., Iturriaga, G. Isolation and characterization of plant genes. (1994) in Mechanisms 
of plant growth and improved productivity; Modern approaches  (Ed. A. Basra) pp. 279-316 
 
Bartels, D., Alexander, R., Schneider, K., Elster, R., Velasco, R., Alamillo, J., Bianchi, G., 
Nelson, D., Salamini, F. (1993) Desiccation-related gene products analyzed in a resurrection 
plant and in barley embryos. In: Plant Responses to Cellular Dehydration During 
Environmental Stress. (Close, R.J., Bray, E.A., eds.) Current Topics in Plant Physiology: Am. 
Soc. of Plant Physiol. Series Vol. 10, pp. 119-127.  
 
Ooms, J.J., Léon-Kloosterziel, K.M., Bartels, D., Koornneef, M., Karssen, C.M. (1993) 
Acquisition of desiccation tolerance and longevitiy in seeds of Arabidopsis thaliana. A 
comparative study using ABA-insensitive abi3 mutants. Plant Physiol. 102: 1185-1191  
 
Bartels, D., Velasco, R., Schneider, K., Forlani, F., Furini, A., Salamini, F. (1994) 
Resurrection plants as model systems to study desiccation tolerance in higher plants. In: 
Applications as prospects of biotechnology for arid and semi-arid lands (Mabry, T., Nguyen, 
H., Dixon, R., eds.) IC2 Institute, The University of Texas, Austin.  
 
Alamillo, J.M., Roncarati, R., Heino, P., Velasco, R., Nelson, D., Elster, R., Bernacchia, G., 
Furini, A., Schwall, G., Salamini, F., Bartels, D. (1994) Molecular analysis of desiccation 
tolerance in barley embryos and in the resurrection plant Craterostigma plantagineum. 
Agronomie 2: 161-167.  
 
Bartels,D., Heino, P., Nelson, D., Michel, D., Furini, A., Bernacchia, G., Velasco, R., 
Roncarati, R., Elster, R., Schwall, G., Alamillo J., Salamini, F., (1994) Analysis and regulation 
of gene expression in the resurrection plant craterostigma plantagineum in NATO ASI Series 
81 H  eds. G. Coruzzi and P. Puigdomenech ,269 – 275 
 
Alexander, R., Alamillo, J., Salamini, F., Bartels, D. (1994) A novel embryo specific barley 
cDNA clone encodes a protein with homologies to bacterial glucose and ribitol 
dehydrogenase. Planta 192: 519-525.  
 
Michel, D., Furini, A., Salamini, F., Bartels, D. (1994) Structure and regulation of an ABA and 
desiccation-responsive gene from the resurrection plant Craterostigma plantagineum. Plant 
Mol. Biol. 24: 549-560.  
 
Nelson, D., Salamini, F., Bartels, D. (1994) Abscisic acid promotes novel DNA-binding 
activity to a desiccation related promoter of Craterostigma plantagineum. The Plant Journal 
5(4): 451-458.  
 
Bartels, D., Nelson, D. (1994) Approaches to improve stress tolerance using molecular 
genetics. Plant Cell and Environment 17: 659-667.  
 
Furini, A., Koncz, C., Salamini, F., Bartels, D. (1994) Agrobacterium - mediated 
transformation of the desiccation-tolerant plant Craterostigma plantagineum. Plant Cell 
Reports 14:102-106  
 
Velasco, R., Salamini, F., Bartels, D.(1994)  Dehydration and ABA increase mRNA levels 
and enzyme activity of cytosolic GAPDH in the resurrection plant Craterostigma 
plantagineum. Plant Molecular Biology 26:541-546     
 
Taylor, JE., Renwick, KF., Webb, AR., McAinsh.MR., Furini,A., Bartels, D., Quatrano, R., 
Marcotte, WR., Hetherington, AM. (1995) ABA-regulated promoter activity in stomatal guard 
cells. The Plant Journal 7: 129-134  
 



 5

Bernacchia.G., Schwall,G., Lottspeich,F., Salamini,F.,Bartels,D. (1995) The transketolase 
gene familiy of the resurrection plant Craterostigma plantagineum: differential expression 
during the rehydration phase. EMBO J. 14: 610-618  
 
Furini, A., Salamini F., Bartels D. (1995) T-DNA  tagging of a gene inducing desiccation 
tolerance in Craterostifgma plantagineum in M.Terzi,  R. Cella  and  A. Falavigna (eds.) 
Current issues in Plant Molecular and Cellular Biology, 513-518 
  
Roncarati, R., Salamini, F., Bartels, D. (1995) An aldose reductase homologous gene from 
barley: regulation and function. The Plant Journal 7(5): 809 - 822  
 
Alamillo, J.M., Almoguera,C., Bartels,D., Jordano J. (1995) Constitutive expression of small 
heat shock proteins in vegetative tissues of the resurrection plant Craterostigma 
plantagineum Plant Mol. Biol. 29, 1093-1099 
  
Schwall G., Elster R., Ingram J., Bernacchia G., Bianchi G., Gallagher L., Salamini F., Bartels 
D. (1996) Carbohydrate metabolism in the desiccation tolerant plant Craterostigma 
plantagineum Hochst. In: Current Topics in Plant Physiol. Proc. of the 1st. Int. Symp. of 
sucrose metabolism. Pontis, H.G., Salerno, G.L., Echeverria, E. (eds.) American Society of 
Plant Physiologists 14: 245-253 
  
Bartels, D., Roncarati, R., Alexander, R. (1996) Novel embryo-specific barley genes: are they 
involved in desiccation tolerance?  in Embryogenesis the generation of a plant. eds. T. Wang 
and A. Cumings Bios Scientific Publishers, 143-157 
 
Alamillo, J.M., Bartels, D. (1996) Light and stage of development influence the expression of 
desiccation-induced genes in the resurrection plant Craterostigma plantagineum. Plant, Cell 
& Environment 19, 300-310 
 
Furini A., Parcy F., Salamini F., Bartels, D. (1996) Differential regulation of two ABA-inducible 
genes from Craterostigma plantagineum in transgenic Arabidopsis. Plant Mol. Biol. 30, 343-
349 
 
Ingram J., Bartels D. (1996) The molecular basis of dehydration tolerance in plants. Annu. 
Rev. Plant Physiol. Plant Mol. Biol. 47, 377-403 
 
Bernacchia G., Salamini F., Bartels D. (1996) Molecular characterization of the rehydration 
process in the resurrection plant Craterostigma plantagineum Plant Physiol. 111, 1043-1050 
 
Howarth O.W., Pozzi N., Vlahov G., Bartels D.(1996) NMR strutural analysis of a tri-O- 
isopropylidene derivative of D-glycero-D-ido-2-octulose, the major sugar found in the 
resurrection plant Craterostigma plantagineum. Carbohydrate Research 289: 137-142 
 
Lisse T.,  Bartels D., Kalbitzer HR., Jaenicke R.(1996) The recombinant dehydrin-like 
desiccation stress protein from the resurrection plant Craterostigma plantagineum displays 
no defined three-dimensional structure in its native state Biological Chemistry Hoppe Seyler 
37, 555-561  
 
Bartels, D., Furini, A., Bockel C., Frank W., Salamini F. (1996) Gene expression during 
dehydration stress in the resurrection plant Craterostigma plantagineum  in Physical  
stresses in plants eds. S.Grillo &  A. Leone Springer Verlag 117 - 122 
 
Bartels D., Furini A., Ingram J., Salamini F. (1996) Responses of plants to dehydration 
stress: a molecular analysis. Plant Growth Regulation 20 (2), 111-118 
 



 6

Iturriaga G., Leyns A., Villegas R., Gharaibeh F., Salamini F., Bartels D. (1996) A family of 
novel myb-related genes from the resurrection plant Craterostigma plantagineum are 
specifically expressed in callus and up-modulated by abscisic acid. Plant Mol. Biol. 32, 707-
716 
 
Pelah D., Wang W., Altman A., Shoseyov O., Bartels D. (1997) Differential accumulation of 
water stress-related proteins, sucrose synthase and soluble sugars in Populus species that 
differ in their water stress response Physiologia Plantarum 99, 153-159 
 
Chandler J., Abrams S., Bartels D.(1997) The effect of ABA analogs on callus viability and 
gene expression in Craterostigam plantagineum. Physiologia Plantarum 99, 465-469 
 
Gaff DF., Bartels D., Gaff JL. (1997) Changes in gene expression during drying in a 
desiccation-tolerant grass Sporobulus stapfianus and a desiccation-sensitive grass 
Sporobulus pyramidalis Aust. J. Plant Physiol. 24, 617-622 
 
Furini A., Koncz C., Salamini F., Bartels D. (1997) High level transcription of a member of a 
repeated gene family confers dehydration tolerance to callus tissue of Craterostigma 
plantagineum  EMBO J. 16 (12) 3599-3608     
 
Ingram J., Chandler J., Gallagher L., Salamini F., Bartels D. (1997) Analysis of cDNA clones 
encoding sucrose-phosphate synthase in relations to sugar interconversions associated with 
dehydration in the resurrection plant  Craterostigma plantagineum Hochst. Plant Physiol. 
115: 113-121 
 
Chandler J. Bartels D. (1997) Structure and function of the vp1 gene homologue from the 
resurrection plant Craterostigma plantagineum Hochst. Mol. Gen. Genetics 256: 539-546 
 
Pelah D., Shoseyov O., Altman A., Bartels D. (1997)  Water stress response in Aspen 
(Populus tremula): Differential accumulation of dehydrin, sucrose synthase, GAPDH 
homologues and soluble sugars J. Plant Physiol. 151 (1) 96 - 100 
 
Bartels D., Chandler J., Bockel C., Frank W, Kleines W, Rodrigo M.J., Mariaux J.-B., Furini 
A., Salamini F. (1997) Investigating the molecular basis of desiccation tolerance using the 
resurrection plant Craterostigma plantagineum as an experimental system. Acta 
Physiologiae Plantarum 19 No 4. 399-403 
 
Bockel C., Salamini F., Bartels D. (1998) Isolation and characterization of genes expressed 
during early events of the dehydration process in the resurrection plant Craterostigma 
plantagineum. J. Plant Physiol.152: 158-166   
 
Velasco R., Salamini F., Bartels D. (1998) Gene structure and expression analysis of the 
drought- and abscisic acid-responsive CDeT11-24 gene family from the resurrection plant 
Craterostigma plantagineum Hochst. Planta 204: 459-471 
 
Frank W., Phillips J., Salamini F., Bartels D. (1998) Two dehydration inducible transcripts 
from the resurrection plant Craterostigma plantagineum encode interacting homeodomain-
leucine zipper proteins. The Plant Journal 15 (3): 413-421 
 
Mariaux J.-B., Bockel C, Salamini F, Bartels D. (1998) Desiccation- and abscisic acid-
responsive genes encoding major intrinsic proteins (MIPs) from the resurrection plant 
Craterostigma plantagineum. Plant Mol.Biol. 38: 1089-1099  
 



 7

Heino P., Nylander M., Palva T., Bartels D. (1998) Isolation of a cDNA clone corresponding 
to a protein kinase differentially expressed in the resurrection plant Craterostigma 
plantagineum. J.Exp.Bot.49 (327): 1773-1774 
 
Kleines M., Elster R.C., Rodrigo M.J., Blervacq A-S., Salamini F., Bartels D. (1999) Isolation 
and expression analysis of two stress responsive sucrose synthase genes from the 
resurrection plant Craterostigma plantagineum (Hochst.) Planta 209, 13-24, doi: 
10.1007/s004250050602 
 
Bartels, D. (1999) Late embryogenesis abundant (LEA) proteins: expression and regulation 
in the resurrection plant Craterostigma plantagineum. Plant Responses to Environmental 
Stress, eds. D.J. Bowles, M.F. Smallwood, C.M. Calvert. 153-160 BIOS Scientific Publishers, 
Oxford 
 
Bartels, D. (1999) Callus from the resurrection plant Craterostigma plantagineum is a 
versatile tool to study ABA-mediated gene expression. Plant Biotechnology and In Vitro 
Biology in the 21st Century eds. A. Altman, M. Ziv, S. Izhar. Kluwer Academic Publishers 
461-463 
 
Chandler J., Bartels D. (1999) Plant desiccation. In Plant Response to Environmental 
Stresses from Phytohormones to Genome Reorganization. Ed. H.R. Lerner, M. Dekker Inc. 
New York 575-590 
 
Frank W., Munnik T., Kerkmann K., Salamini F., Bartels D. (2000) Water-deficit triggers 
phospholipase D activity in the resurrection plant Craterostigma plantagineum. The Plant Cell 
12, 111-124 
 
Bartels D. (2000) La Résistance des Plantes à la Sécheresse. Pour la Science Janvier, 122-
124  
 
Munnik T., Meijer H.J.G., ter Riet B., Hirt H., Frank W, Bartels D., Musgrave A. (2000) 
Hyperosmotic stress stimulates phospholipase D activity and elevates the levels of 
phosphatidic acid and diacylglycerol pyrophosphate. The Plant Journal 22 (2), 147-154 
 
Phillips J., Bartels D., (2000) Gene expression during dehydration in the resurrection plant 
Craterostigma plantagineum in Plant tolerance to abiotic stresses in agriculture: Role of 
genetic engineering (eds J.H. Cherry, RD. Locy, A. Rychter) NATO Science Series 83: 195-
199 
 
Bartels D., Bockel C., Ditzer A., Frank W., Kirch H.H., Phillips J., Rodrigo M.J., Smith-
Espinoza C. (2000) Molecular changes during desiccation of the resurrection plant 
Craterostigma plantagineum. NATO-Advanced Study Institute 
 
Bartels D. (2001) Molecular mechanisms of desiccation tolerance in plants in Molecular 
mechanisms in metabolic arrest: Life in limbo (ed. K.B. Storey), BIOS Scientific Publishers 
Ltd, Oxford 187-196 
 
Ditzer A., Kirch H.-H., Nair A., Bartels D. (2001) Molecular characterization of two alanine-
rich LEA genes abundantly expressed in the resurrection plant C. plantagineum in response 
to osmotic stress and ABA. Journal of Plant Physiology 158, 623-633  
 
Alamillo J., Bartels D. (2001) Effects of desiccation on photosynthesis pigments and the 
ELIP-like dsp 22 protein complexes in the resurrection plant Craterostigma plantagineum. 
Plant Science 160, 1161-1170  
 



 8

Bartels D.(2001) Targeting detoxification pathways: an efficient approach to obtain plants 
with multiple stress tolerance? Trends in Plant Science 6 (7), 284-286 
 
Bartels D., Salamini F. (2001) Desiccation tolerance in the resurrection plant Craterostigma 
plantagineum: a contribution to the study of drought tolerance at the molecular level Plant 
Physiology 127, 1346-1353 
 
Kirch H-H., Nair A., Bartels D. (2001)  Novel ABA- and dehydration-inducible aldehyde 
dehydrogenase genes isolated from the resurrection plant Craterostigma plantagineum and 
Arabidopsis thaliana. The Plant Journal 28 (5) 555-567 
 
Kirch H.-H., Philips J., Bartels D. (2002) Dehydration stress signal transduction. In Plant 
Signal Transduction: Frontiers in Molecular Biology. Eds.: Scheel D. and Wasternack C. 
Oxford University Press pp.140-164 
 
Phillips J. R., Oliver M.J., Bartels D. (2002) Molecular genetics of desiccation and tolerant 
systems. In CAB International  Desiccation and Survival in Plants: Drying without dying Eds.: 
M. Black and H. Pritchard pp. 319-341 
 
Ramanjulu S., Bartels D. (2002) Drought and desiccation-induced modulation of gene 
expression in plants. Plant Cell & Environment 25, 141-151  
 
Deng X., Meijer A H., Salamini F., Bartels D (2002)  Characterization of five novel dehdration 
responsive homeodomain leucine zipper genes from the resurrection plant Craterostigma 
plantagineum  Plant Mol. Biology 49, 601-610 
 
Phillips J., Hilbricht T., Salamini F., Bartels D. (2002) A novel abscisic acid and dehydration 
responsive gene family from the resurrection plant Craterostigma plantagineum encodes a 
plastid targeted protein with a coiled-coil domain. Planta 215, 258-256 
 
Rodrigo M., M-J., Moskovitz J., Salamini F., Bartels D. (2002) Reverse genetic approaches in 
plants and yeast suggest a role for novel, evolutionary conserved, selenoprotein-related 
genes in oxidative stress defense Mol. Gen. Gen. 267, 613-627 
 
Hilbricht T., Salamini F., Bartels D. (2002) CpR18, a novel SAP-domain plant transcription 
factor, binds to a promoter region necessary for ABA mediated expression of the CDeT27-45 
gene from the resurrection plant Craterostigma plantagineum Hochst. The Plant Journal 
31(3), 293-304 
 
Bartels D., Mattar M. (2002) Oropetium thomaeum: a resurrection grass with a diploid 
genome Maydica 47, 185-192 
 
Kotchoni S., Bartels D.(2003) Water stress induces the up-regulation  
of a specific set of genes in plants: aldehyde dehydrogenases as an example. 
Bulgarian Journal of Plant Physiology 37-51 
 
Chandler J W., Bartels D. (2003) Drought avoidance and drought adaptation in The 
Encyclopedia of Water Science eds. B.A. Stewart, T. Howell Marcel Dekker New York 163-
165 
 
 
Hilbricht T., Bartels D. (2003) Das Geheimnis der Austrocknungstoleranz Biologie in unserer 
Zeit 33(2), 3-11 
 



 9

Sunkar. R., Bartels D., Kirch H-H (2003) Overexpression of a stress-inducible aldehyde 
dehydrogenase gene from Arabidopsis thaliana in transgenic plants improves stress 
tolerance. The Plant Journal  35 (4) 452-454 
 
Bartels D., Souer E. (2003) Molecular responses of higher plants to dehydration Topics in 
Current Genetics (eds H. Hirt and K. Shinozaki) Springer Verlag Berlin, Heidelberg, New 
York  “Plant responses to abiotic stress” 9-38 
 
Smith-Espinoza C., Richter A., Salamini F., Bartels D. (2003) Dissecting the rersponse to 
dehydration and salt (NaCl) in the resurecction plant Craterostigma plantagineum Plant Cell 
& Environment 26 (8) 1307-1315 
 
Bartels D. (2004) Molekulare Ansätze zur Untersuchung von Trockentoleranz 
Vorträge für Pflanzenzüchtung 63, 23-24 
 
Rodrigo M.J., Bockel C., Blervacq A.S., Bartels D (2004) The novel dehydration stress 
responsive gene CpEdi-9 isolated from the resurrection plant C. plantagineum is expressed 
transiently in vascular tissues of leaves during dehydration and in seeds 
Planta 219, 579-589 
 
Villalobos MA., Bartels D., Iturriaga G. (2004)  Stress Tolerance and Glucose Insensitive 
Phenotypes in Arabidopsis Overexpressing the CpMYB10 Transcription Factor Gene Plant 
Physiology (2004)135 (1). 309-324 
 
Bartels D., Ditzer A., Furini A. (2006) What can we learn from resurrection plants? in  
Drought Adaptation in Cereals Hayworth Publisher (ed. J.-M. Ribaut), 599-622  
 
Kirch H.H., Bartels D., Wei Y., Schnable P., Wood A. (2004) The aldehyde dehydrogenase 
gene superfamily in Arabidopsis thaliana Trends in Plant Science 9(8), 371-377 
 
Kirch H.H., Schlingensiepen S., Kotchoni S., Sunkar R., Bartels D. (2004) The aldehyde 
dehydrogenase (ALDH) gene superfamily in Arabidopsis thaliana: expression analysis of 
selected members in response to osmotic stress and the phytohormone ABA Plant Molecular 
Biology 57, 315-332 
 
Bartels D., Sunkar R (2005). Drought and salt tolerance in plants Critical Reviews in Plant 
Science 21, 1-36 
  
Rahmanzadeh R., Müller K., Fischer E., Bartels D., Borsch T.(2005) The Linderniaceae and 
Gratiolaceae are further lineages distinct from the Scrophulariaceae (Lamiales) Plant Biology 
7, 1-12 
 
Smith-Espinoza C., Phillips J., Salamini F., Bartels D. (2005) Identification and analysis of 
Craterostigma plantagineum mutants affected in abscisic acid mediated desiccation 
tolerance Mol. Gen. Genomics 274(4), 364 - 372 
 
Reyes J.,Rodrigo, M.,Colmenero-Flores M., Gil J.,Garay-Arroyo A., Campos F. Salamini F., 
Bartels D., Covarrubias A. (2005) Hydrophilins from distant organisms can protect enzymatic 
activities from water limitation effects in vitro Plant Cell and Environment 28, 709-718 
 
Bartels D. (2005) Desiccation tolerance studied in the resurrection plant Craterostigma 
plantagineum Integrative and comparative Biology 45, 696-701 
 
Kotchoni, S. Kuhns C., Ditzer A., Kirch HH., Bartels D.(2006): Overexpression of different 
aldehyde dehydrogenase genes in Arabidopsis thaliana confers tolerance to abiotic stress 



 10

and protects plants against lipid peroxidation and oxidative stress Plant Cell & Environment 
29, 1033-1048 
 
 Deng X, Jonathan Phillips, Anne Bräutigam, Peter Engström, Henrik Johannesson, Pieter 
B.F. Ouwerkerk, Ida Ruberti, Julio Salinas, Pablo Vera, Rina Iannacone, Annemarie H. 
Meijer,  Dorothea Bartels (2006)A homeodomain leucine zipper gene from Craterostigma 
plantagineum regulates abscisic acid responsive gene expression and physiological 
responses Plant Molecular Biology 61, 469-489 
 
Ditzer A., Bartels D. (2006):  Identification of stress-responsive promoter elements and 
isolation of corresponding DNA binding proteins for the LEA gene CpC2 promoter  Plant 
Molecular Biology 61, 643-663 
 
 Röhrig H., Schmidt J., Colby T., Bräutigam A., Hufnagel P., Bartels, D (2006): Desiccation of 
the resurrection plant Craterostigma plantagineum induces dynamic changes in protein 
phosphorylation   Plant Cell & Environment 29 (8), 1606-1617 
 
Bartels D., Phillips J., Chandler J. (2007) Desiccation tolerance: gene expression, pathways 
and regulation of gene expression  in Plant desiccation tolerance Blackwell Publishing (eds. 
M. Jenks, A. Wood) Blackwell Publishing Ames, Iowa, USA , pp 115-150 
 
Bartels D., (2007)  Francesco Salamini: Plant Genetecists and Plant Breeder, Plant Breeding 
Reviews (27)  
 
Phillips J., Dalmay T., Bartels D (2007) The role of small RNAs in abiotic stress 
FEBS Letters 581: 3592-3597 
 
Smith-Espinoza C., Bartels D., Phillips J.(2007),GFP as a tool to monitor LEA gene promoter 
activity in the desiccation tolerant plant Lindernia brevidens  Plant Cell Reports 26 (9): 1681-
1688 
 
Carvalho M., Pinheiro C., Bartels D., Ricardo C., Chaves M. (2008) Dehydrins in Lupinus 
albus: pattern of protein accumulation and gene expression in response to drought. 
Functional Plant Biology 35, 85-91 
 
Hilbricht T Varotto S., Sgaramella V. Bartels D, Salamini F., Furini A., (2008) Plant 
resurrection, SINE retrotransposons and siRNA: environment-mediated evolution of 
desiccation tolerance, New Phytologist 179 (3): 877-887 
 
Phillips J., Fischer E., Baron M., van den Dries N., Facchinelli F., Kutzer M., Rahmanzdeh 
R., Remus D., Bartels D.(2008) Lindernia brevidens, a novel desiccation tolerant vascular 
plant, endemic to ancient tropical rain forest Plant Journal 54(5), 938-948 
 
Bartels D., Hussain S.S. (2008) Current status and implications of engineering drought 
tolerance in plants using transgenic approaches. CAB Reviews: Perspectives in Agriculture, 
Veterinary Science, Nutrition and Natural Resources 3: 1-17 
 
Röhrig H., Schmidt J., Colby T., Harzen A., Facchinelli F., Bartels D. (2008) Analysis of the 
Craterostigma plantagineum desiccation phosphoproteome using a modified metal oxide 
affinity chromatography procedure. Proteomics 8, 3548-3560 
 
Phillips J., Bartels D. (2008) Dehydration tolerance in resurrection plants: Dried Flowers. The 
Biochemist 30 (4), 14-17 
 



 11

Willige B., Kutzer M., Tebartz F., Bartels D.(2009) Subcellular localization and enzymatic 
properties of differentially expressed transketolase genes isolated from the desiccation 
tolerant resurrection plant Craterostigma plantagineum. Planta 229 (3), 659-666 
 
Wang L., Shang H., Liu Y., Zheng M., Wu R., Phillips J., Bartels D., Deng X. (2009)  A role for 
a cell wall localized glycine-rich protein in dehydration and rehydration of the resurrection 
plant Boea hygrometrica. Plant Biology 11, 837-848 
 
Bargmann B., Laxalt A., Riet ter B., van Schooten B., Merquiol,  E., Bartels D., Haring M.,  
Munnik T. (2009) Multiple PLDs Required for High Salinity and Water deficit 
Tolerance in Plants Plant and Cell Physiology 50 (1), 78-89 
 
Bargmann, B.O.R., Laxalt, A.M., ter Riet, B.,  Testerink, C., Merquiol, E., Mosblech, A., Leon-
Reyes, A.H., Pieterse, C.M., Haring, M.A., Heilmann, I., Bartels D., Munnik, T. (2009). 
Reassessing the role of phospholipase D in the Arabidopsis wounding response Plant Cell 
and Environment 32 (7), 837-850. 
 
Bartels D., Phillips J (2009) Transgenic plants and their application in plant production: 
drought stress tolerance in crop plants in Genetic modification of plants (F.Kempken, C, Jung 
eds) Biotechnology in Agriculture and Forestry 64, Springer, Heidelberg pp 139-157 
 
Rodriguez, M.; Edsgard, D.; Hussain S.S.; Alquezar, A.; Rasmussen, M; Gilbert, T.; Nielsen, B.; Bartels, D.; 
Mundy, J.(2010) Transcriptomes of the desiccation tolerant resurrection plant Craterostigma plantagineum  
The Plant Journal 63, 212-228 
 
Missihoun TD, Schmitz J,  Klug R,  Kirch HH,  Bartels D (2011) Betaine aldehyde 
dehydrogenase genes from Arabidopsis with different sub-cellular localization affect stress 
responses  Planta 233 (2) 369-382 
  
Bartels D., Hussain S.S (2011) Resurrection Plants: Physiology and Molecular Biology in 
Desiccation tolerance in plants, Ecological Studies 215, 339-364 (D.Bartels, E. Beck, U. 
Lüttge eds) Springer, Heidelberg 
 
van den Dries N., Facchinelli F., Giarola V., Phillips J., Bartels D. (2011) Comparative 
analysis of LEA-like 11-24 gene expression and regulation in related plant species within the 
Linderniaceae that differ in desiccation tolerance. New Phytologist 190, 75-88 
 
Alcázar R., Bitrián M.,  Bartels, D..  Koncz C., Altabella T.,Tiburio AF.(2011) 
Polyamine metabolic canalization in response to drought stress in Arabidopsis and the 
resurrection plant Craterstigma plantagineum Plant signaling and Behaviour 6, 243-250 
 
Stiti N., Adewale I.,  Petersen J., Bartels D., Kirch HH (2011) 

Engineering the nucleotide coenzyme specificity and sulfhydryl redox sensitivity of two 
stress-responsive aldehyde dehydrogenase isozymes of Arabidopsis thaliana  
Biochemical Journal 434, 459-471 
 
Buch: Desiccation tolerance in plants (2011) Ecological Studies 215 (D.Bartels, E. Beck, U. 
Lüttge eds) Springer, Heidelberg 
 
Bartels D. (2011) Wie können Pflanzen ohne Wasser überleben? Rundgespräche der 
Kommission für Ökologie: Leben unter extremen Bedingungen (Dr. F. Pfeil, München) 39, 
81-92 
 



 12

Stiti N., Missihoun TD., Kotchoni So., Kirch HH., Bartels D. (2011) Aldehyde dehydrogenases 
in Arabidopsis thaliana: biochemical requirements, metabolic pathways, and functional 
analysis Frontiers in Plant Physiology (2), 1-11 (DOI10.3389) 
 
van Zanten M., Koini MA., Geyer R., Liu Y., Brambilla V., Bartels D., Koornneef M., Fransz P, 
Soppe WJJ (2011) Seed maturation in Arabidopsis thaliana is characterized by nuclear size 
reduction and increased chromatin condensation  
Proc. Natl. Acad. Sci. 108 (50), 20219-20224 
 
Challabathula D., Djilianov D., Bartels D. (2012) Photosynthesis in desiccation tolerant 
plants: Energy metabolism and antioxidative stress defense Plant Science 182, 29-41 
 
Missihoun TD, Kirch HH, Bartels D. (2012) T-DNA insertion mutants reveal complex 
expression patterns of the aldehyde dehydrogenase 3H1 locus in Arabidopsis thaliana 
Journal of Experimental Botany 63 (10), 3885-3898 
 
Challabathula D., Bartels D. (2012) Light response, oxidative stress management and 
nucleic acid stability in closely related Linderniaceae species differing in desiccation 
tolerance Planta 236, 541-555 
 
Petersen J., Eriksson SK., Harryson P., Pierog S., Colby T., Bartels D., Röhrig H (2012) 
Intrinsically disordered stress protein CDeT11-24 from Craterostigma plantagineum binds 
phosphatidic acid and protects enzymes from damaging effects caused by desiccation 
Journal of  Experimental Botany 63 (13), 4919-4929 
 
Gechev T., Challabathula D., Toneva V., Bartels D. (2012) Molecular mechanisms of 
desiccation tolerance in resurrection plants Cellular and Molecular Life Sciences 69. 3175-
3186 DOI 10.1007/s00018-012-1088-0 
 
García-Fernández A., Iriondo J, Bartels D,  Escudero A.(2013) Response to artificial drying 
until drought-induced death in different elevation populations of a high-mountain plant  Plant 
Biology 15 (Suppl.1), 93-100 
 
Challabathula D., Bartels D. (2013) Balancing salinity stress responses in halophytes and 
non-halophytes Functional Plant Biology  doi.org/10.1071/FP12299 
 
Gasulla F, vom Dorp K, Dombrink I.; Zähringer U., Gisch N,  Dörmann Peter; Bartels, D 
(2013) The role of lipid metabolism in the acquisition of desiccation-tolerance in 
Craterostigma plantagineum: a comparative approach. The Plant Journal 75 (5). 726-741 
doi: 10.1111/tpj.12241 
 
Puthur J, Shackira  AM, Pardha Saradhi P, Bartels D (2013) Chloroembryos: A unique 
photosynthesis system  Journal of Plant Physiology  doi:10.1016/j.physletb.2003.10.071 
 
Bartels D., Challabathula D., (2013) Desiccation tolerance in resurrection plants: new 
insights from transcriptome, proteome and metabolome analysis Frontiers in Plant 
Physiology  DOI: 10.3389/fpls.2013.00482 
 
Stiti N, Podgórska K, Bartels D (2014) Aldehyde dehydrogenase enzyme ALDH3H1 from 
Arabidopsis thaliana: identification of amino acid residues critical for cofactor specificity BBA 
- Proteins and Proteomics doi 10.1016/j.bbapap.2014.01.008 
 
Missihoun TD, Hou Q, Mertens D, Bartels D (2014) Sequence and functional analyses of the 
aldehyde dehydrogenase 7B4 gene promoter in Arabidopsis thaliana and selected 



 13

Brassicaceae: regulation patterns in response to wounding and osmotic stress Planta 239, 
1281-1298 
  
 
Christ B, Egert A, Süssenbacher I, Krautler B, Bartels D, Peters Shaun, Hörtensteiner S 
(2014) Water deficit induces chlorophyll degradation via the “PAO/phyllobilin” pathway  in 
leaves of homoio- (Craterostigma pumilum) and poikilochlorophyllous (Xerophyta viscosa) 
resurrection plants Plant Cell & Environment. doi: 10.1111/pce.12308 
 
Hou Q, Bartels D (2015) Comparative study of the Aldehyde dehydrogenase (ALDH) gene 
superfamily in the glycophyte Arabidopsis thaliana and Eutrema halophytes Annals of Botany 
115, 465-479 
 
Giarola V, Krey S, Frerichs A, Bartels D (2015) Taxonomically restricted genes of 
Craterostigma plantagineum are modulated in their expression during dehydration and 
rehydration Planta 241, 193-208 
 
Giarola V,  Challabathula D, Bartels D (2015) Quantification of expression of dehydrin 
isoforms in the desiccation tolerant plant Craterostigma plantagineum using specifically 
designed reference genes Plant Science 236, 102-115 
 
Giarola V, Bartels D (2015) What can we learn from the transcriptome of the resurrection 
plant Craterostigma plantagineum? Planta 242, 427-34 
 
Missihoun TD, Willée E, Guegan J-P,  Berardocco S,  Shafiq MR,  Bouchereau A,  Bartels D 
(2015) Overexpressing of ALDH10A8 and ALDH10A9 genes gives insight into their role In 
glycine betaine synthesis and affects the primary metabolism In Arabidopsis thaliana Plant  
Cell Physiology 56 (9):1798-1807 
 
Challabathula D, Puthur JT, Bartels D (2015) Surviving metabolic arrest: photosynthesis 
during desiccation and rehydration in resurrection plants Ann. N.Y. Acad. Sci. ISSN 0077-
8923 New York Academy of Sciences   
 
Hou, Q, Ufer, G, Bartels, D (2015) Lipid signalling in plant responses to abiotic stress Plant, 
Cell & Environment doi 10.1111/pce 12666 
 
Giarola V, Krey S, von den Driesch B, Bartels D (2015) The Craterostigma plantagineum 
glycine-rich protein CpGRP1 interacts with a cell wall-associated protein kinase 1 (CpWAK1) 
and accumulates in leaf cell walls during dehydration New Phytologist doi: 
10.1111/nph.13766. 
 
VanBuren R, Bryant D, Edger PP,Tang H, Burgess D, Challabathula D, Spittle K, Hall R, Gu 
J, Lyons E,  Freeling M,  Bartels D, Hallers BT, Hastie A, Michael TP, Mockler TC (2015)  
Single-molecule sequencing of the desiccation-tolerant grass Oropetium thomaeum  Nature 
doi:10.1038/nature15714  
 
 Ataei S, Braun V, Challabathula D, Bartels D (2016) Differences in LEA-like 11-24 gene 
expression in desiccation tolerant and sensitive species of Linderniaceae are due to 
variations in gene promoter sequences Functional Plant Biology 43(7) 695-708 
 
Zhang Q, Bartels D (2016) Physiological factors determine the accumulation of D-glycero-D-
ido-octulose (D-g-D-i-oct) in the desiccation tolerant resurrection plant Craterostigma 
plantagineum Functional Plant Biology 43(7) 684-694 
 



 14

 
Stiti,N, Chandrasekar B, Strubl L, Mohammed S, Bartels D, van der Hoorn R (2016) 
Nicotinamide Cofactors Suppress Active-Site Labeling of Aldehyde Dehydrogenases ACS 
Chemical Biology Doi 10,1021 acschembio.5b00784 
 
Zhang Q, Linnemann T, Schreiber L, Bartels D (2016) The role of transketolase and octulose 
in the resurrection plant Craterostigma plantagineum Journal of Experimental Botany doi: 
10.1093/jxb/erw174 
 
Gasulla F,  Barreno E, Parages M, Camara J, Jimenez C,  Dörmann P, Bartels D (2016)The 
role of Phospholipase D and MAPK signalling cascades in the adaption of lichen microalgae 
to desiccation: changes in membrane lipids and phosphoproteome. Plant and Cell 
Physiology doi: 10.1093/pcp/pcw111 
 
Missihoun TD, Kotchoni SO, Bartels D (2016) Active sites of Reduced Epidermal 
Fluorescence1 (REF1) Isoforms Contain Amino Acid Substitutions that are different between 
Monocots and Dicots PLOS ONE (in press) 
 
Juszczak I., Bartels D (2017) LEA gene expression, RNA stability and pigment accumulation 
in three closely related Linderniaceae species differing in desiccation tolerance  Plant 
Science 255, 59-71  
 
Zhang Q, Song X, Bartels D (2016) Enzymes and metabolites in carbohydrate metabolism of 
desiccation tolerant plants Proteomes 4, 40, doi:10.3390 
 
Zhao J., Missihoun TD, Bartels D (2017) The role of Arabidopsis aldehyde dehydrogenase 
genes in response to high temperature and stress combinations Journal of Experimental 
Botany https://doi.org/10.1093/jxb/erx194 
 
Binott JJ, Owuoche JO, Bartels D (2017) Physiological and molecular 
characterization of Kenyan barley (Hordeum vulgare L.) seedlings for salinity and 
drought tolerance Euphytica 213: 139. doi:10.1007/s10681-017-1924-2 
 
Giarola V., Hou Q, Bartels D (2017) Angiosperm plant desiccation tolerance: hints 
from transcriptomics and genome sequencing Trends in Plant Science 22 (2017)  
705-717 doi 10.1016/j.tplants.2017.05.007  
 
VanBuren, R.; Wai J.; Zhang, Q.; Song, X.; Edger, P.; Bryant, D.; Michael, T.; 
Mockler, T; Bartels, D. (2017)  Seed desiccation mechanisms co-opted for vegetative 
desiccation in the resurrection grass Oropetium thomeaum Plant Cell & Environment 
DOI: 10.1111/pce.13027  
 
Ufer G; Gertzmann A; Gasulla V.F; Röhrig H; Bartels D. (2017) Identification and 
characterization of the phosphatidic acid binding A. thaliana phosphoprotein PLDrp1 
which is regulated by PLD alpha1 in a stress dependent manner The Plant Journal  
DOI - 10.1111/tpj.13651 

Gil-Monreal M, Zabalza A, Missihoun TD, Dörmann P, Bartels D, Royuela M (2017) 
Induction of the PDH bypass and upregulation of the ALDH7B4 in plants treated with 
herbicides inhibiting amino acid biosynthesis Plant Science 264:16–28 

Zhang Q, Bartels D (2017) Octulose: a forgotten metabolite? Journal Exp. 
Bot.;68(21-22):5689-5694. 



 15

Zhang Q, Bartels D (2018) Molecular responses to dehydration and desiccation in 
desiccation tolerant angiosperm plants Journal Exp. Bot. 69 (13), 3211-3222 

Zhang Q, Song X, Bartels D (2018) Sugar metabolism in the desiccation tolerant 
grass Oropetium thomaeum in response to environmental stresses Plant Science 
270:30-36. doi: 10.1016/j.plantsci.2018.02.004 

Dinakar C., Zhang Q., Bartels D. (2018) Protection of photosynthesis in desiccation-
tolerant resurrection plants Journal of Plant Physiology 227:84-92. doi: 
10.1016/j.jplph.2018.05.002 

Giarola V., Jung N., Singh A., Satpathy P.,Bartels D. (2018) Analysis of pcC13-62 
promoters predicts a link between cis-element variations and desiccation tolerance in 
Linderniaceae Journal Exp Bot 69(15):3773-3784 

Banchia E., Carniela FC.,Montagnera A., Petruzzellisa F.,Pichlerb G.,Giarola V.,  
Bartels D., Pallavicinia A.,Tretiach M. (2018) Relation between water status and 
desiccation-affected genes in the lichen photobiont Trebouxia gelatinosa Plant 
Physiology and Biochemistry 129 189–197 

Xu Z., Xin T., Bartels D., Li Y., Gu W., Yao H., Liu S., Yu H., Pu X., Zhou J., Xu J., Xi 
C., Lei H., Song J., and Chen S. (2018). Genome analysis of the ancient 
tracheophyte Selaginella tamariscina reveals evolutionary features relevant to the 
acquisition of desiccation tolerance. Mol. Plant. doi: 10.1016/j.molp.2018.05.00 

Zhao J., Missihoun TD, Bartels D (2018) The ATAF1 transcription factor is a key regulator of 
aldehyde dehydrogenase 7B4 (ALDH7B4) gene expression in Arabidopsis thaliana Planta 
248(4):1017-1027. https://doi.org/10.1007/s00425-018-2955-1 

VanBuren R., Wai C.M., Pardo J.,  Giarola V., Ambrosini S., Song X., Bartels D. 
(2018) Desiccation Tolerance Evolved through Gene Duplication and Network  
Rewiring in Lindernia The Plant Cell DOI: 10.1105/tpc.18.00517 

Liu X., Challabathula D., Quan W., Bartels D (2019) Transcriptional and metabolic 
changes in the desiccation tolerant plant Craterostigma plantagineum during 
recurrent exposures to dehydration Planta 249 (4) 1017-1035 

VanBuren R., Pardo J., Wai1C.-M., Evans S., Bartels D. (2019) Tandem proliferation 
of ELIPs supports convergent evolution of desiccation tolerance across plants Plant 
Physiology 179(3):1040-1049. doi: 10.1104/pp.18.01420.  

Jung N., Giarola V., Chen P., Knox P., Bartels D. Craterostigma plantagineum cell 
wall composition is remodelled during desiccation and the glycine-rich protein 
CpGRP1 interacts with pectins through clustered arginines The Plant Journal (2019) 
100,661-676 

Chen P., Jung N., Giarola V., Bartels D. The dynamic responses of cell walls in 
resurrection plants during dehydration and rehydration Frontiers in Plant Science 
(2020) doi.org/10.3389/fpls.2019.01698 



 16

Stiti N., Podgòrska K., Bartels D. S-Nitrosylation impairs activity of stress-inducible 
aldehyde dehydrogenases from Arabidopsis thaliana Plant Science (2019) DOI 
10.1016/j.plantsci.2019.110389 

Passon M., Weber F., Jung N., Bartels D.(2020) Profiling of phenolic compounds in 
desiccation-tolerant and non-desiccation-tolerant Linderniaceae Phytochemical 
Analysis (2020) https:// DOI.org/10.1002/pca.3000 

Koschmieder J, Wüst F, Schaub P, Álvarez D, Trautmann D, Krischke M,  
Rustenholz C, Mano J, Müller M, Bartels D, Hugueney P, Beyer P, Welsch R.(2020) 
Plant apocarotenoid metabolism utilizes defense mechanisms against reactive 
carbonyl species and xenobiotics Plant Physiology 
https://doi.org/10.1093/plphys/kiaa033 

Giarola V, Chen P, Dulitz SJ, König M, Manduzio S, Bartels D. (2020) The 
dehydration and ABA inducible germin-like protein CpGLP1 from Craterostigma 
plantagineum has SOD activity and may contribute to cell wall integrity during 
desiccation Planta 252, 84  https://doi.org/10.1007/s00425-020-03485-0 
 
Liu X, Giarola V, Quan W, Song X, Bartels D. (2020) Identification and 
characterization of CTP:phosphocholine cytidylyltransferase CpCCT1 in the 
resurrection plant Craterostigma plantagineum  Plant Science 302:110698 
DOI: 10.1016/j.plantsci.2020.110698  
 
Stiti N., Giarola V, Bartels D (2021) From algae to vascular plants: the multistep 
evolutionary trajectory of the ALDH superfamily towards functional promiscuity and 
the emergence of structural characteristics Environmental and Experimental Botany  
https://doi.org/10.1016/j.envexpbot.2021.104376 
 
Ufer G, Dörmann P, Bartels D. (2021) Studying Lipid–Protein Interactions Using 
Protein–Lipid Overlay and Protein–Liposome Association Assays in Plant Lipids : 
Methods and Protocols , Methods in Molecular Biology, 2295, 
https://doi.org/10.1007/978-1-0716-1362-7_22 Springer Nature 

Chen P, Giarola V, Bartels D. (2021)The Craterostigma plantagineum protein kinase 
CpWAK1 interacts with pectin and integrates different environmental signals in the 
cell wall Planta 253, 92 https://doi10.1007/s00425-021-03609-0 Springer Nature 

Xu X, Legay S, Sergeant K, Zorzan S, Leclercq C, Charton S, Giarola V, Liu X, 
Challabathula D, Renaut J, Hausman J-F, Bartels D, Guerriero G. (2021) Molecular 
insights into plant desiccation tolerance: transcriptomics, proteomics and targeted 
metabolite profiling in Craterostigma plantagineum The Plant Journal 107, 377-398 
DOI: http://dx.doi.org/10.1111/tpj.15294 

Gechev T, Lyall R, Petrov V, Bartels D (2021) Systems biology of resurrection plants 
Cellular and Molecular Life Sciences (CMLS) https://doi.org/10.1007/s00018-021-
03913-8 

Aldehyde Dehydrogenase 3I1 gene is recruited in conferring multiple abiotic stress 
tolerance in plants Plant Biology DOI: 10.1111/plb.13337 



 17

Pilarska M, Bartels D, Niewiadomska E (2021) Differential regulation of NAPDH  
oxidases in salt-tolerant Eutrema salsugineum and salt-sensitive Arabidopsis thaliana 
International Journal of Molecular Sciences (MDPI) Molecular Plant Sciences 
(accepted) 

Liu X, Quan W, Bartels D (2022) Stress memory responses and seed priming 
correlate with drought tolerance in plants: an overview Planta doi 10.1007/s00425-
022-03828-z 

Hou Q, Zhang T, Zhao W, Wang L, Lu L, Qi Y and Bartels D (2022) Genetic 
background and cis- organization regulate ALDH7B4 gene expression in Eutrema 
salsugineum: A promoter analysis case study Planta /doi.org/10.1007/s00425-022-
03836-z 

Quancan Hou, Wei Zhao, Lu Lu, Linli n Wang, Tianye Zhang, Binbin Hu, 
Tingwei Yan, Yuchen Qi, Fan Zhang, Nan Chao, Dorothea Bartels *, Xiangyuan 
Wan (2022) Overexpression of HLH4 inhibits cell elongation and anthocyanin 
biosynthesis in Arabidopsis thaliana MDPI Cells 11, 1087. 
https://doi.org/10.3390/cells11071087 

 

 

 

 

 

 


